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Abstract

Six sets of degenerate specific primers drivered from the scytalone
dehydrigenase and ketoacyl synthase domain of polyketide synthase genes were
demonstrated to be able to distinguished six species of important quarantine plant
fungal pathogens in Phoma genus including P. adianticola ~ P. bismarckii ~ P.
clematidina~ P. fallens~ P. exigua and P. sorghina. To the best of our knowledge, this
is the first time proved that the genes responsible for melanin biosynthesis can be
successfully applied to the identification of crucil plant pathogenic fungi. The
outcome possibly could found a baisi for microarray design for simultaneous
inspection and qurantine purpose for the imported or exported agricultural
commodities

Key words: Phoma ~ polyketide synthase ~ scytalone dehydratase - ketoacyl
synthase ~ plant fungal pathogens
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